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“Whitening” Disease of Hepatopancreas of Eriocheir sinensis :
Microbial Diversity Analysis of Tissue,Pond Water and Sediment

LIU Xun-meng', ZHANG Yue’, FANG Ping', CHEN Jing', WU Ya-feng', CHEN Hui'
(1. Jiangsu Center for Control and Prevention of Aquatic Animal Infectious Disease, Nanjing 210036, China;
2. Yangzhou University, Yangzhou 225009, China)

Abstract: To study the changes of microorganisms in various tissues, pond water and sediment
in a case of hepatopancreas “whitening” Eriocheir sinensis samples were researched. The high-
throughput sequencing technology was used to analyze the microbial diversity in pond water,
sediment and tissue samples before and after onset. According to the aes he abundance and di-
versity of sputum., hepatopancreas and intestinal tissues of crabs were inversely proportional
before and after the onset. The process of infection of the crab by the foreign flora was as fol-
lows:firstly in the sputum tissue, then by the hepatopancreas, and finally in the intestine.
Compared with healthy crabs, the proportion of the flora in Mollicutes of the hepatopancreas
“whitening” samples had increased sharply.
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ik (72.6/79. 86) >l (73/63. 67) > T JH I (63/44. 2) (F 1), TH LW BE £ FEPE Shannon 38 80k V8
(4. 85) > /K Bk (4. 475) >l iH (3. 864/3. 399) >l (3. 509/3. 732) > PR (2. 273/2. 709) (& 1),

1 WFEBRRMESHEEER
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(45.64 %) teobacteria(39. 95 %) (7.35%) (0.01%)
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